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Abstract 
DNA repeats, where a sequence pattern is adjacently repeated for multiple times, are 

closely related to the evolution of the inheritable information in DNA and are routinely used for 

human identification. Researchers from the engineering side have used many non-probabilistic 

methods to detect DNA repeats. We construct a probabilistic generative model for de novo 

tandem repeats detection. Bayesian approach is adopted to compute this model. Experiments on 

both synthetic data and real DNA data have shown the efficiency of our approach. 
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